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Shaped Pulses and Homo-Decoupling
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19F CS can cover up to 300 ppm BROKER
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WaveMaker Iin Pulse Programs
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ipls : pw_s1 - water selective pulse, sel3

pg o opwc

ip23 @ pwcodec - CO seduce 90

p3 o pwn

ip3l ¢ pwn at dpwrZ for decoupling
is5pl3 @ shape for pw_sl
i5p23 1 shape for CO decoupling

PRS0 gto
ipsl o ogtl
P52 @ ogts
ip53 @ ogts
ip54 @ ogtd
ipss o ogth
pse r ogte
ips7 gty
ip5e @ ogte
P59 @ ogto
TpeD  ogtlo

;dl : relaxation delay

id1l @ delay for disk /0, 30ws

jdle @ gradient recovery delay, 200us

jopdsl: 1H decoupling according to program defined by cpdprgl (waltzl&)

icpds2: cos modulated C0 decoupling according to progran defined by cpdprg2 (seducel)
icpd? : 15M decoupling according to program defined by cpdprgs (waltzlE)

ipepd3: 1/dnf2 - 90 degree pulse for cpds

copontns o f£11=0 F£21=0 F1c]=0

iepl3owenrsinc_H20: sinc90(1ins) np=500; 4‘\
icpdsloweniwaltzHl: waltz16(20 ppn)

icpds2sp23) twwm ssedCl: seducel (S0 ppm, 172 ppm; AM=cos) p30=p2
icpd3iwen iwaltzN1s: waltz16020 ppm; Blmax=4 kHz) p90=p3
igplawem:sincs0: sinc_g(l10 Glem, 1 ms)

jop? awvm i sincE0: sinc_g(O.&mn, 1507

jopS swvm :sTneE0: sinc_gll np=250 A‘/




wvm - WaveMaker commmand

Bruker TopSpin 3.2 on linuxpc as eriks
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Auto Setup

Bruker TopSpin 3.2 on linuxpc as eriks
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WaveMaker in Parameter Sets: userA#
BRUKER

SPECTRUM PROCPARS |ACQUPARS | TITLE PULSEPROG PEAKS INTEGRALS SAMPLE STRUCTURE PLOT FID

HILIEY

Dnls W

E:-:Ipenmenl (a) Experiment
Width .
Receiver PULPROG selzg_wvm [ [ E | current puise program
Nucleus AQ_mod DQD Acquisition mode
Durations ™ 65536 Size of fid
Power
Prﬂgram DS 2 Number Dfdummy 5Ccans
Probe NS 16 Number of scans
Lists TDO 1 : '
Wobble o & USERA2 ——
Lock (~) Width
Automation SW [ppm] 20 User acquisition par. 2
Miscellaneous SWH [Hz] 120] | USERA2 |sp1-wvm- gausa0(cnst1 ms) | New !
User
Routing s EED Zh [ ale ] [ Cancel ] ‘
FIDRES [Hz] 0.
FW [Hz] 4032000000 Filter width
(a) Receiver
RG 32 Receiver gain
DW [psec] 41600 Dwell time
DWOV [usec] 0.025 Oversampling dwell time
DECIM 1664 Decimation rate of digital filter
DSPFIRM sharp(standard) ¥ DSP firmware filter
NIGTYP .#RLJ fdinitizer not installed v. Dinitizer tvne



WAVEMAKER - BS COMPENSATION BRORER

Automatic compensation for Bloch-Siegert type

Interference effects
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WAVEMAKER - SHAPE ARRAYS BROKER

Hadamard Encoding
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WAVEMAKER - NOTCH PULSES

Auto-adjustment of Zero Crossings
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WAVEMAKER - COMPOSITE PULSES

Time Shifted Composite Pulses
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a) sech(10 kHz, 1 ms; d1 = 1.5 ms) sech(10 kHz, 2 ms)
b) sech(10 kHz, 1 ms; d1 = 2.0 ms) sech(10 kHz, 2 ms)
c) sech(10 kHz, 1 ms; d1 = 2.5 ms) sech(10 kHz, 2 ms)



WAVEMAKER - MANUAL

Experiment
Width
Receiver
Mucleus
Durations
FPower
Program
Probe
Lists
Wobble
Lock
Automation
Miscellaneous
User
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Q. Software And Application Manuals ﬁ
Please click on a manual title to open the document!
cMCQ Complete molecular confidence for quality assurance ~

APSY Automated Projection Spectroscopy: Get N-dim. correlations via low-dimen
SmartDriveNMR The smart spectrometer for structure verification.

NMR Thermometer Introduction into NMR Thermometer.

Acquisition & Processing References ¢

Acqu. Commands & Parameters < p deceription of all acquisition and acquisition related commands and para
Proc. Commands & Parameters A description of all processing and analysis commands and parameters.
Edprosol Manual How to set up probe and solvent dependent parameters

Edlock Guide A description of how to setup solvent and lock dependent parameters.

Pulse Program Catalogue, 1D/2D A graphical presentation of the Bruker supplied pulse programs, 1D and 2
Pulse Program Catalogue, BIO A graphical presentation of the Bruker supplied pulse programs, biomolect
NUS Parameters A description of the parameter setup for Non Uniform Sampling

Automation and Data Publishing =
ICON-NMR Automation Interface A description of the Icon driven interface for routine spectroscopy, automa ™
Data Publishing A description of creating and manipulating plots and prints of NMR based «

Analysis and Simulation

Structure Analysis Tools Describes structure analysis utilities such as Multiplet Analysis, Structure E——
NMR-SIM Experiment Simulator A description of the simulation of NMR experiments (1D/2D/3D FIDs) baset
Daisy A description of the simulation of NMR spectra based on chemical shifts ar
DHNMR A description of Dynamic NMR Line Shape Analysis to study slow nuclear ¢
Structure Elucidation Introduction into Small Molecule Structure Elucidation with TopSpin

Multiplet Analysis Tutorial How to use the first order multiplet analysis tools

Quantitative NMR How to use the guantitative NMR module -
< I | >

() Close this dialog when a manual is opened | Multi-Doc Search || Books || Close |




WAVEMAKER - MANUAL
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@ acquisition-reference.pdf - Adobe Reader ‘i" ‘ ‘ . .
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WAVEMAKER - MANUAL
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WAVEMAKER - MANUAL
BRUKER

12.10 Cwvm )

J—

12.10.1 Introduction

WaveMaker is a software solution for pulse shaping that is based on wave form definitions
within the pulse programs. This avoids any need to modify the PROSOL tables when new or
non-standard shaped pulses and decoupling or mixing wave forms are required. It also adds
flexibility to and improves portability of many standard and user developed experiments and
pulse programs. Porting the WaveMaker based pulse programs to NMR systems of different
field strength is straightforward and typically requires no further adjustments and PROSOL
updates.

12.10.2 WaveMaker in a Nutshell

12.10.2.1 Wave form Definition in Pulse Programs

Shapes are defined as shown below in the comment section of the pulse programs and
created from the TopSpin command line by executing the wvm command.

Pulse program element ‘

WaveMakertag, no spaces!

;lSpZBI:WVIﬂ: [eburp2 (4 ppm, cnstl9 ppm) |
=/ Shape function

garpl (40 ppm; Blmax=3.2Z2 W)




WHERE TO FIND

A

X

Home » Service = Information & Communicalion = Bruker User Library

Bruker User Library

Bruker’s new sharing platform for pulse The new platform will, for the first time, enable

sequences and programs the sharing of customer-written sequences and
programs, bringing a wealth of experiise and
know-how to the Bruker magnetic resonance
user communities. The new library will come to
be the prime repository and exchange for your
Liquids, Solids and Imaging seguences, and we
have some of the top experis in the field
preparing to offer their support to our new
platform.

Resonance
Exchange

<)
BRUKER
(<)

Related links

» Mews

» Events

Please note: Access to this section is restricted

to customers.
account here.

Please register for a customer

By loging in you accept the Terms and
Conditions of this site.

please log in

For all customers that already have an account,
o 2l CUSTOM

P] access the download section
pulse sequences and programs.




WHERE TO FIND BR: u> K:E:n
[ N N\

o| -4 > Bl )
p__ ';ﬁi‘l W T A o, Liquids

Home = Service = Information & Communication = Bruker User Library = Liguids - AVANCE 3

PVl ool AVANCE 2  AVANCE uxnmr

The very first pulse programs available can be found and downloaded below.
You can begin to support the library with your own submissions right now.

1-50f25 T 120

el SEAD HSQC zip
SEAD-HSQC: Decoupling Sideband Elimination in Just 2 Scans

&l HT_HMQC_HSQC.zip
9D Hadamard HMQC and HSQC

2l WaveMaker Update zip
WaveMaker Update — 16 Sept 2015

n4d WaveMaker - Pulse Shaping Software
WaveMaker is a pulse shaping software that provides simple and intuitive ways to generate and set up all types of shaped pulses, waveforms,
spinlocks and shaped gradients from a simple description in the pulse program comment section.

28l Wavemaker.zip

WaveMaker - Pulse Shaping Software




WHERE TO FIND

Progress in Nuclear Magnetic Resonance
Spectroscopy

Volume 97, November 2016, Pages 82-125

NMR in drug discovery: A practical guide to identification and
validation of ligands interacting with biological macromolecules

The very first pulse Alvar D. Gossert # - & \\olfgang Jahnke

You can begin to support the library with your own
Graphical abstract
1-50f26
G | Screening_Experiments.zi
2_=xp £
Screening Experiments - a suite of experime Interaction NMR Experiments Validation
2 FASTCOSYzip . waterLOGSY  Reporter
FAST COSY | DNP Equimolar Competitor <o) .
, Protein-Observed
G | xhtzip 2L Qc
Hadamard Transform Tp . .
2 [0 0o
G | Wavemakerzip gl . :
WaveMaker - Pulse Shaping Software T . o J
G‘}Free mgnmd Bonng alidated
- I HSQC zip [Imagefnr unlabel
SEAD-HSQC: Decoupling Sideband Eliminat
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